
 
 
 
 

 
Figure S1.  Species distribution of apolipoproteins in PF01442 
(pfam.xfam.org/family/Apolipoprotein#tabview=tab7). Data mining of bacterial genomes and 
their proteomes reveals that ApoLPs are found in numerous bacterial species, especially the 
Rhizobiales order (where Agrobacterium is a member) of Alphaproteobacteria. As of January 
14, 2021, prokaryotic ApoLPs represent approximately 26% of the total PF01442 family 
members (1). See also Table 1. 
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